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Research Experience 
 
During my studies I had the opportunity to work on a wide range of projects. While all are 
related to structure prediction and drug design, I worked with antibodies, ion channels, small 
molecules, but also with some experimental techniques, e.g., patch clamp.   
My scientific interest has been shaped by collaborating with a broad range of local and 
international research groups from academia and industry.  Recently, I drafted a project grant 
for the group of Prof. Liedl, which was approved by the Austrian Science Fund (FWF) and 
thereby raised approximately 400000 €. So far, my research efforts have led to more than 30 
publications in peer-reviewed journals and more than 10 conference presentations. 
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Manfred Grabner. Pore mutation N617D in the skeletal muscle 
DHPR blocks Ca2+ influx due to atypical high-affinity Ca2+ binding. 
eLife, 2021, doi: 10.7554/eLife.63435 (IF: 6.8) 
 



9 
 
 
 
 

10 
 

 
 
 

11 
 

 
 
 
 

12 
 

 
 

 
 

13 
 
 
 
 
 

14 
 
 
 
 

15 
 
 
 
 

 
16 

 
 
 

 
17 

 
 

Monica L. Fernández-Quintero, Katharina B. Kroell, Jakob R. 
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provide defense against pandemic threat influenza viruses. 
Immunity, 2020, doi: 10.1016/j.immuni.2020.10.005 (IF: 22.6) 
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Structural determinants of calcium channel voltage-gating 
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and Therapeutics Europe, Virtual Meeting, 2020 
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Antibodies Next Topmodel – Use of CDR loop ensembles from 
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The Dynamik Nature of Antigen Receptors. Prof. Brandl 
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Best Dissertation 2020 

The Dynamik Nature of Antigen Receptors. Prof. Sosnovsky 
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Best Dissertation 2020 

The Dynamik Nature of Antigen Receptors. Karl-Schlögl 
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The Dynamik Nature of Antigen Receptors. Award of 
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The Dynamik Nature of Antigen Receptors. 
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Best Dissertation 2020 

 

 


